Inference in DBNs with
non-disjoint clusters
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Apoptosis pathway
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DBNS

 We need an approximation. Express configurations as product of
probabilities
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Factored Frontier
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Clustered Factored Frontier

* Use of clusters containing the species that have the most mutual
iInformation




Clustered Factored Frontier

* Use information theory (Eric) to obtain the
important relations
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Species correlations (Eric
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Clustered Factored Frontier

we assume that relations not in tree are irrelevant

Hypothesis :
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Apoptosis pathway
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Apoptosis pathway




Clustered Factored Frontier
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Clustered Factored Frontier
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HOW our algorithm work

Hypothesis :
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How to compute
P(parents(Cluster))
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How to compute
P(parents(Cluster))




Algorithm comparison




Conclusion

e Qur program is currently still being written. Results will tell if the
accuracy Is good or not.
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HOW our algorithm work

e For each time T groups of clusters are found

* Most efficient path is found to calculate each cluster
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