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Prerequisite:
Python 2 (tested with Python 2.7) https://www.python.org/download/releases/2.7/
Beware, Python 3 is NOT COMPATIBLE with Python 2

One mathematical library required: numpy.
If not installed, get the OS dependent package at : 
https://pypi.python.org/pypi/numpy
Install using
python -m pip install NameOfNumpyOsDependentPackage

Running the prototype:
python [Directory]/appinf.py [Directory]/Name_of_DBN/ Nb_Timepoints Nb_discretizations

2 DBNs are provided, Brown (EGF-NGF pathway) and TRAIL (apoptosis Pathway).
They have been obtained using DBNizer http://perso.crans.org/~genest/DBNizer
e.g. run:

python [Directory]/appinf.py [Directory]/Trail/ 20 5
or
python [Directory]/appinf.py [Directory]/Brown/ 100 5

The results can be found in [Directory]/Name_of_DBN/save/
There is a file marginal.txt with a sequence of marginal output with the syntax:

Time	species	   marginal value of species taking value 1	… taking value Nb_discretization

e.g.: 0 x11 0.03505 0.59369 0.34169 0.02884 0.00073

[bookmark: _GoBack]for time point 0, species x11 (XIAP), with probability 0.59 to be in the second interval.

Associated Paper describing the algorithm:
http://perso.crans.org/~genest/PPFG17b.pdf
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